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Fig. 1. Result of identification using culture medium and PCR-RFLP

(n=100). There was no positive case that showed different

species between PCR-RFLP analysis and culture.
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Fig. 2. PCR and RFLP profiles of the samples unidentified. Mk:
marker; Tm: 7T mentagrophytes,; Tr: T. rubrum; U4-10:
unidentified; Ng: negative; At: Aspergillus terreus; Af:
Aspergillus flavus.
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Fig. 3. Weight of nail samples and the result of PCR-RFLP analysis.
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Comparative Study between Culture and PCR-RFLP Analysis on Identification of the
Causative Agent of Tinea Unguium

Rieko Yoshimura, Yayoi Ito, Nobuaki Morishita,
Junya Ninomiya and Iwao Takiuchi
Department of Dermatology, Showa University Fujigaoka Hospital
1-30 Fujigaoka, Aoba-ku, Yokohama, Kanagawa 227-8501, JAPAN

Background: To identify the pathogenic fungi of dermatophytosis, restriction fragment length
polymorphism (RFLP) analysis of PCR amplified ribosomal DNA including internal transcribed spacers
(ITS) has been established in Japan. Our purpose was to evaluate the usability of PCR-RFLP analysis to
identify the causative agent of tinea unguium directly from a nail sample.

Method: Samples of tinea unguium from 100 nails were collected and cultured on Sabouraud's glucose
agar and observed for 2 months. DNA was extracted from these samples, and the PCR product was digested
with restriction enzymes Mva I and Hinf I. Weight of the samples was determined.

Result: Sensitivity of PCR-RFLP analysis (73%) was higher than that of culture (20%) showing that PCR is
more advantageous for identification of the causative agent of tinea unguium. Sensitivity of PCR-RFLP did
not depend on weight of the nail sample.




